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NHLBI's mission



Roads toward Precision Medicine

Gary H. Gibbons, M.D., Director of the 
National Heart, Lung, and Blood 
Institute (NHLBI), joined NHLBI in 2012 
with his eyes on precision medicine.

NHLBI Workshop, April 9-10, 2014: Genomic Research in 
Preventing and Treating Heart, Lung, and Blood Diseases
https://www.nhlbi.nih.gov/events/2014/genomic-research-preventing-and-treating-heart-lung-and-blood-diseases

NHLBI Trans Omics Precision MEDicine (TOPMed) 
Program, 2014—To create a large WGS/Omics data 

resource supporting discovery research toward 
precision medicine.

https://www.nhlbi.nih.gov/events/2014/genomic-research-preventing-and-treating-heart-lung-and-blood-diseases


§ Dr. Gibbons’ talk at 5:30 PM EDT, October 
29, 2020, The Presidential Plenary 
Symposium
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§ Not to comprehensively identify genetic basis of a couple of 
common diseases 

§ But to build genomic databases for many heart, lung, blood 
diseases and sleep disorders (more than 20 diseases or 
conditions).

§ Uses existing biospecimens from existing studies.

1. Minority Populations

2. Longitudinal epidemiology studies (e.g., Framingham Heart Study (FHS, 1948-)…)

3. Natural history of disease (e.g., Genetic Epidemiology of COPD (COPDGene, 
2008- )…)

4. Cross sectional disease studies (e.g., My Life, Our Future: Genotyping for Progress 
in Hemophilia (MLOF)…)

5. Family based studies, for example (e.g., Cleveland Family Study…)

Programmatic Design
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Type of Omics Products (FY14-19)
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1. Release more data to the community; 75% of 
WGS are released by dbGaP and NHLBI’s 
cloud-based platform: BioData Catalyst.

2. Build collaborations with other data sources to 
future empower research communities

3. Generate more Omics data to establish 
molecular/cellular phenotypes between 
TOPMed’s clinical measurements and WGS 
data

4. Support discovery studies

Next, TOPMed2.0



TOPMed Supports Systems Biology Studies 

toward Precision Medicine
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